Biomedical Informatics (CNIT458) FALL 2015
Exercise 1 (KANE)

For full credit, use the unknown genetic sequence (gene) assigned (each of you has 1 genetic sequence – see XLS file on course web page, look for your last name), and search this gene using GenBank/BLAST to complete these tasks. IF your name isn’t listed, simply use the extra sequence at the bottom of the list.
THIS IS DUE BY 5:00 PM, Thursday (Sept. 17).

Email your completed tasks to mdkane@purdue.edu; providing…
BLASTn your sequence against the “Non-redundant” (nr/nt) database to derive:

1) The Title of the gene/mRNA (from GenBank record).

2) The “common” name of the organism that the gene/mRNA is derived.

3) The “common” name of the organism that is most similar to #2, based on sequence similarity.
4) The FASTA format of the full genomic sequence

5) The FASTA format of the protein sequence

EXAMPLE (for lecture demonstration)

AATGGTTGAACGGTTCTTGTATGAGCTGTGAATTCTGTCAACAAGGTGCTGAACCAAACTGTGGTGAAGC

TGACTTGTCTGGTTACACTCACGATGGTTCATTCGAACAATACGCTACTGCTGATGCTGTCCAAGCCGCT

AAAATTCCAGCTGGTACTGATTTAGCCAATGTCGCACCAATCTTATGTGCTGGTGTTACTGTTTACAAAG

CCTTAAAGACTGCTGACTTAGCAGCTGGCCAATGGGTTGCTATCTCCGGTGCTGGTGGTGGTTTAGGTTC

